
Training will include:
Protein in-gel, on-bead and in-solution digestion, BioID and IP sample 
preparation, Peptide digest clean-up, Phosphopeptide enrichment and 
analysis, 'Deep Proteomics' strategies, Bioinformatics of complex mass 
spectrometry data.
Mass spectrometry and LC-MS training:
Orbitrap (Q-E HF nano-LC-MSMS).

Organizers: Dr. Jason Young, Dr. Kurt Dejgaard, McGill University Dept. of 
Biochemistry

http://www.mcgill.ca/biochemistry/about-us/workshop

Registration:  jason.young2@mcgill.ca

Additional sessions will be added in August based on demand.

August 5th – August 9th, 2019
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